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-pvals

: FDRIEZITVEVL\piEZ AT S, (e.g., pvals = [0.001 0.01 0.05])
ANNERECHIPRIIBVELSBDT, pvals = [0.6 0.03 0.15 0.10 0.001] ENTEOKR(ET -,

KMATLABOER L [ ] TpEZKERVWESFBIEEEA

KOKETPENMTRROT, M1 EIOFIBERFIS-HNTET

X B, pvals = 0.08 0.12

0.52 0.03] &M THEOKTT,
% pvals — A vector or matrix (two dimensions or more) containing the
% p-value of each individual test in a family of tests.

g
B/KERIETET S, —HZHIICIE, q = 0.05 TOK.
%qld, desired false discovery ratez ANNIRIEERDOTIN, SEZDFXR1ZFT, BRKELELLS

BEERHONBREHILTVET (BOT, BhE>TLWBHNETT )
% q - The desired false discovery rate. {default: 0.05}


https://jp.mathworks.com/matlabcentral/fileexchange/27418-fdr-bh
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-method

: FDRMHIEDSEZEIRTESLITY o FFLVELFIEBROZAIVT M tsBl T TLIZEL,
FIARTRWEA(ZIE, method = ‘pdep’ LIV RIAYRIICEET,

X BIRR 7 HMBVEIS-MHEEZDT, BIFMHIFBIE.

% method - ['pdep’ or "dep’] If 'pdep,’ the original Bejnamini & Hochberg

% FDR procedure is used, which is guaranteed to be accurate if
% the individual tests are independent or positively dependent
% (e.g., Gaussian variables that are positively correlated or
% independent). If "dep,” the FDR procedure

% described in Benjamini & Yekutieli (2001) that is guaranteed
% to be accurate for any test dependency structure (e.g.

% Gaussian variables with any covariance matrix) is used. 'dep
% is always appropriate to use but is less powerful than 'pdep.
% {default: "pdep’}

-report

HERZEINV RV RICH T INEONZIBIRTED, (B, CCTBNUTVWSRHEETIE, EE5%ZFEAT
6, ZEEFR0V. BESK, P EIT N TEREEICERBKEZRIZHEBNONETD)
EDHZY, report = ‘yes’ LN RIAYRICADITNELNET T,

% report - ['yes' or 'no’ ] If "yes', a brief summary of FDR results are
% output to the MATLAB command |ine {default: 'no’}
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-h

D HANTLITHNE, FDREICLOST, SELEBMIEZITOCH, BRETHIELZTIRL VD,
B, BANTOITHNE, IFERTHIILZRKRL TV,

% h - A binary vector or matrix of the same size as the input “pvals.”
% [f the ith element of h is 1, then the test that produced the

% ith p-value in pvals is significant (i.e., the null hypothesis
% of the test is rejected).

-crit_p

. [(AA)dpvalsht, Chcrit_p T ThHE, FORBEBICHERCRDETS, LVSME.
% crit_p - All uncorrected p-values less than or equal to crit_p are

% significant (i.e., their null hypotheses are rejected). If
% no p-values are significant, crit_p=0.
-adj_ci_cvrg

: FDRIHIEZ(ICERRPECDWVT, confidence intervalszEH I 23LECHIATESE (?)
% adj_ci_cvrg — The FCR-adjusted BH- or BY-selected

% confidence interval coverage. For any p-values that

% are significant after FDR adjustment, this gives you the

% proportion of coverage (e.g., 0.99) you should use when generating
% confidence intervals for those parameters. In other words

% this allows you to correct your confidence intervals for

% multiple comparisons. You can NOT obtain confidence intervals

% for non-significant p-values. The adjusted confidence intervals
% guarantee that the expected FCR is less than or equal to g

% if using the appropriate FDR control algorithm for the

% dependency structure of your data (Benjamini & Yekutieli, 2005)
% FCR (i.e., false coverage-statement rate) is the proportion

% of confidence intervals you construct

% that miss the true value of the parameter. adj_ci=NaN if no

% p-values are significant after adjustment

-adj_p

: FDRIAICL 5% pfE, cfEN, [(AH]Dqg (i.e., RELEBRKE, KAEDIHEE0.05) UTFTHN
(X, FDREICLZZELLETE, BRICRBZIEEBIRLTLS,
% adj_p - All adjusted p-values less than or equal to g are significant

% (i.e., their null hypotheses are rejected). Note, adjusted
% p-values can be greater than 1.
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ARG ABAZH O LB Z RIS
—>Avs.B : p=.045
—>Avs.C : p=.008
—>Avs.D : P=.010
—>Avs.E : p=.694

‘AP

—pvals = [0.048 0.008 0.01 0.694]
—>q=0.05

—>method="pdep'

—report = 'yes

-HH
—>h= 0 1 1 0
—crit_p = 0.01

—adj_ci_cvrg = 0.9750
—adj_p = 0.0640 0.0200 0.0200 0.6940
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: \sEHE —(2008) FDROMSIE ENZ BT 2L E|IRTEEDLLE STEEMF, 29, 125-139

s EROYASDIqITE, [BREKE|ZANTIEEUCHOTESE(CLFEUR R1EZOEIDOEEIR% B
FXT, [qITAHORDSNTLSdesired false discovery rateld, BEKELBULIBEHRIRES]
BRLTLET,

= https://mumu.jpn.ph/forest/computer/2017/04/11/8581/ Tl&, UTFOLI(CEEENTWLS,
false discovery ratet(d. LEIRTE(CHVT. FUZETDpositive inference (BEZEHDEHIMTUIIR
EAER) O TEOTVBREDDEIEDIETH D,
FDR = F&ofcpositive inference®#i / TUIcEpositive inference®#§
FDRIFZERTEICOVTaIS— (Y IR ETH D,




